
Table 8 Primer sequences, amplicon length, SSR motif and annealing temperature of the 28 markers used for the study 

S.N. Name Forward primer Reverse primer Amplic

on 

length 

SSR Motif Ann.T. 

oC 

1 AVRDC-PP24 AAAGCATGAAATCACCCTCC CGGCAAGAAGATGAAAGTCA 126 (AT)18 52 

2 AGi096 GGGAAGAGAAATTGTGAAAGCA ATGCCAACAATGGCATCCTA 160 [CAT]7 58 

3 AGi101 TGAGGAGACAAACTTCAACTGG GATGAGGACAAAACCAAGGACT 181 [TCA]14 58 

4 AGi121 AACACGCCAAGAAAATCATC TGGAGACCTGAGCCATTG 162 [CA]15 55 

5 AVRDC-PP120 CGAATCAGCAAGGAGATCAA TCAGCAGAAGCCATAATTGG 378 (TAA)12 55 

6 AVRDC-PP121 GCGGCCTTTTGATTCATAC AACACCAGTGCTTGTCGTGT 219 (AT)10 55 

7 AVRDC-PP126 GCAGTTGATATCGCCTCCAT TGCACATTTCGAATCTAGGG 393 (AT)9 55 

8 AVRDC-PP128 ATCGATCCAGAGGTGAATCC TGTACTTCCATCCTCCACAA 233 (TA)12 58 

9 AVRDC-PP129 AAGAGCTTCACGGGATCACT CAGCCATTTCTGCTGTAGGA 374 (TCT)8 55 

10 AVRDC-PP133 TCAGTGGTGGTGTTGGAGTT CAACATGCATCCAGCTTCTT 301 (AT)9 58 

11 AVRDC-PP144 TCCTCAGACACAAAATCCCA CGGGGATTGCTTAGTTGTTT 182 (CA)14 58 

12 AVRDC-PP146 AGCAGAATTTTTCCACCCTG GCATTGATGGTGAAGATTGG 208 (CT)17 55 

13 AVRDC-PP147 TTTCGCCAAGACTTGTTCTG AAACGTGACCAACAACCTCA 261 (CT)11 55 

14 AVRDC-PP155 GGAGACAAACTTCAACTGGTCA GCAGATGCAGCAACAGATTT 162, 

158 

(CAT)9, 

(TCA)13 

55 

15 AVRDC-PP19 GGGTGTCAAGAAATCACACG AGATACGTATGTGGCCTCTGT 119 (AT)12 55 

16 AVRDC-PP37 GCACGAGGAAGACTTGACAG TGTGCATAGGTGCAGATTGA 150 (AT)11 55 

17 AVRDC-PP49 AGGGTTTGACACTGGGAAAG CGAGCTCGATGAGGATGAAC 140 (AGC)8 55 

18 AVRDC-PP5 GCATCAACCAGCAGCATACTA TTTGTTTCGTGAAGTGCTCC 180 (TA)11 55 

19 AVRDC-PP67 TATTCCTTCTTCACCCCTCC GAAAGAGGCGCTAACTGGAC 197 (AT)13 55 

20 AVRDC-PP87 AGCAGCAACTCTAACCACCA CAGATGAGCCAGTGAGCATT 238 (AAC)10 55 

21 AVRDC-PP88 AGTAGCTCCATCGCCAGTTT TCGAAAGACAACTCCATCGT 114 (CAA)8 55 

22 AVRDC-PP95 CGTCTTTCACTTGTCTTTTGTTC AGTGGGTTCACTGACTTGGG 90 (CTT)3(CAT

)9 

55 

23 CA526211 AAGTGTCAAGGAAGGGGACA CCTAACCACCCCCAAAAGTT 243 (AGT)14A(G

AA)9 

55 

24 CA519548 TCTCTCTCTACATCTCTCCGTTG TGTCGTTCGTCGACGTACTC 233 (CTT)12 55 

25 CA524065 GGAAACTAAACACACTTTCTCTC

TC 

ACTGGACGCCAGTTTGATTC 196 (CT)14(CA)9

GA  

(CA)4GA(C

A)4 

55 

26 BM59622 ACGCCAAGAAAATCATCTCC CCATTGCTGAAGAAAATGGG 147 (CA)15 55 

27 CAMS-855 TCGAACAAATGGGTCATGTG GATGAGGGTCCTGTGCTACC 176-22

0 

(ATT)5T(TT

A)7 

55 

27 GPMS 169 TCGTATTGGCTTGTGATTTACCG TTGAATCGAATACCCGCAGGAG 205 (CT)17(CA)5 55 
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