Table 3 Total genome and coding region InDel statistics of 4 phyllostachymus edulis variants

Name CDS Genome

Insertion Deletion Het Homo Total Insertion Deletion Het Homo Total

Phyllostachys pubescens f. obliquinoda?2 873 1702 2487 2088 4575 140920 145968 91670195218 286 888
Phyllostachys edulis f. heterocycla 2997 1747 2551 2193 4744 141252 145000 93 712192540 286252
Phyllostachys pubescens f. curviculmi 2 973 1 645 2584 2034 4618 127110 129 144 95 846 160408 256 254
Phyllostachys edulis f. tubaeformis 2966 1740 2567 2139 4706 136531 140228 93358 183401 276 759




